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Characterization of HMW Glutenin Subunits from 
Taeniatherum crinitum by SDS-PAGE and PCR 


YAN Ze-Hong, DAI Shou-Fen, LIU Deng-Cai, WEI Yu-Ming, ZHENG You-Liang 


( Triticeae Research Institute, Sichuan Agricultural University, Dujiangyan 611830, China) 


Abstract: HMW glutenin subunits and genes in Ta. crinitum were investigated by using SDS-PAGE and 
PCR technology . The results suggested that HMW glutenin in Ta. crinitum were very similar but not iden- 
tical to those of wheat especially in terms of electrophoresis mobility . The electrophoresis mobility of the x 
type subunits of Taeniatherum was slower or closer to that of Dx2 of wheat, and of y type subunits were 
faster than that of Dy12 of wheat . Our results indicated that Taeniatherum species may contain HMW glu- 
tenin subunits similar to those of wheat and that the Taeniatherum subunits may have the potential value for 
improving the end use qualities of wheat . 
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Fig . 2 PCR amplification of HMW glutenin coding 


Fig. 1 SDS-PAGE analysis of high molecular weight 


glutenin subunits in Taeniatherum 
sequences from Ta. crinitum accession PI204577 
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Fig . 3 Comparison of x and y type HMW glutenin in Taeniatherum with those of wheat in terms of N-terminal amino residues 
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